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Supplementary Table S1. Results of genetic comparison using 685 bps of Cytochrome ¢ oxidase subunit 1 (COI)

Voucher Blast Results GenBank Accession and References
BNB 031 Cynopterus sphinx with 99.7% similarity HM540209 (Francis et al. 2010)

BNB 034 Cynopterus sphinx with 100% similarity HM540209.1 (Francis et al. 2010)

BNB 057 Rhinolophus affinis with 99.85% similarity HM541396 (Francis et al. 2010)

BNB 030 Rhinolophus cf. lepidus with 98.63% similarity HM541438 (Francis et al. 2010)

BNB 006 Arielulus circumdatus with 99% similarity MF038573 (Hassanin et al. 2018)

BNB 145 Kerivoula dongduongana with 98.93% similarity |JF443952 (Tu et al. 2018)

BNB 134 Mpyotis horsfieldii with 100% similarity HM541099 (Francis et al. 2010)

BNB 012 Phoniscus jagorii with 99% similarity HM541209 (Francis et al. 2010)

BNB 204 Pipistrellus coromandra with 100% similarity GU684799 (Kruskop et al. unpublished)
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